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Establishment and Application of a Real- Time Fluorescence Quantitative PCR for
Detecting Transcripts of Low Abundance Gene, OsAM T1; 3, in Rice
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Abstract : One of the ammonium transporter genesin rice,OsAM T1; 3,normally expressed in low abundance ,which is dif-
ficult to quantify its expresson by using traditional methods,such as Northern blot ,PCR technique. A technique for rea-time
quantification of OsAM T1; 3 relative to a housekeeping gene for encoding an actinin rice usng rea-time SYBR Green quanti-
tative PCR(RQ-PCR) with specific primers was established ,which showed:the amplification curve had flat basdine,distinct
exponential area,large and stable dope; The coefficient of variation of the technique was 0.47 %; There was alinear relation-
ship between threshold cycle value at which sample crosses threshold and the logarithmic val ue of template concentration; The
expresson of OsAM T1; 3 was enhanced 4-fold by nitrogen starvation in comparison to supply of ammonium as sole source of
nitrogen.
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Fig. 1. Sandard curvesfor actin and OsAM T1; 3.
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Fig. 2. Rea-time fluorescence quantitative amplification curve
with flat baseline, distinct exponential area, large and
stable dope.
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Fig. 4. Relative expresson amount of OsAM T1; 3 under differ-

ent nitrogen treatments.
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