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Abstract; Effects of exogenous gibberellic acid 3 (GA3) and abscisic acid (ABA) on the growth, physiological characteristics
and gene expression of GA200x2 and GA30x2 were studied at four-leaf stage with five rice cultivars. Results showed that 1
pmol/L GA3 could promote seedling height, restrain root elongation, and increase the contents of chlorophyll and soluble pro-
tein, and permeability of cell membrane. However, 10 mg/L. ABA could inhibit the seed germination heavily and also retard
seedling height and decrease the contents of chlorophyll and soluble protein, and permeability of cell membrane. RT-PCR de-
tection showed that the expression of GA200x2 was obviously up-regulated under the GAj treatment, except for Nipponbare.
On the contrary, ABA restrained the expression of GA200x2. In the three rice cultivars, Nanjing 44, Kanto 194 and Nippon-
bare. GA; induced the expression of GA30x2 and ABA inhibited the expression of GA30x2.
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Table 1. Genes and sequences of the primers used in the study.
F A Gene 2|4 )% %) Primer sequence (5'-3") PR
Length of product / bp
ACTIN EA 54 Forward primer TGTGTTGGACTCTGGTGA
JZ 1 5|4 Reverse primer TCCTCCAATCCAGACACTG
OsGA200x2 IET 5|4 Forward primer TACTACAGGGAGTTCTTCGCGGACAGCA
JZ 18] 5 ¥ Reverse primer TGTGCAGGCAGCTCTTATACCTCCCGTT 268
OsGA30x2 [6] 31 #) Forward primer TCTCCAAGCTCATGTGGTCCGAGGGCTA
JZ 7] 514 Reverse primer TGGAGCACGAAGGTGAAGAAGCCCGAGT 346
R2 GATIABALGEMMFHEAR HHRKINE SN
Table 2. Effects of GA; and ABA on root length and coleoptile length, and seed germination.
. Tl W e 3 #HK R
b Seed germination/ % Coleoptile length/cm Root length/cm
Cultivar
CK GA; ABA CK GA; CK GA;
K FH 35 Wuyujing 3 99 96 0 1.734+0.26 1.80+0.18 3.3540.25 1.474+0.21" "~
KM 7 5 Wuyunjing 7 95 100 0 1.55+0. 14 1.90+0.22" * 2.2440.33 1.73£0.15* *
FZK 194 Kanto 194 95 98 0 1.09+0. 11 1.77£0.32% =~ 1.62+0.32 1.5940.17
B 44 Nanjing 44 97 96 0 1.76+0. 36 2.1340.29* 2.7540. 26 1.9840.20" *
H A< § Nipponbare 96 97 0 1.734£0. 14 2.03£0.21" " 2.5540.22 1.90£0.16* * *

YRR R AR TR —

* and * *

fn e b 35 X ) 22 SRk

tively.

0.01 1 0.001 g 2E K-,

* indicate that the difference between treatment and control (CK) for a cultivar are significant at 0. 01 and 0. 001 levels, respec-
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Different lowercase letters above columns indicate mgm[lcant difference at the 0. 05 level for the same cultivar.

The same as in Fig. 2.
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