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Fig. 1. Binary vector pBIG2ZRHPH2-GFP-GUS,
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Fig. 2. PCR analysis of the EGFP gene(A) and HPH gene cassette(B) from ten randomly selected transformants of U, wirens.

M—Marker; 1~10 § 4 DNA §9473% 74 ; W— BF A4 T Bk IR,

M, DNA ladder marker; lLanes 1 to 10, Transformants; W, Wild-type strain.
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Fig. 3. Expression of green fluoresent protein at different devel-
opmental stages of U, wirens,
CARBHARERABBBETRIETRLAUANBEEET.
Sample A was assayed for green fluorescence in filament; Sam-
ple B was assayed for germination of chlamydospore and green fluo-

rescence 24 h after inoculation in PSA medium.
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