256 (ChineseJ Rice Sci), 2000, 14(4): 256 260

( , 611130; E-mail: Znhua@mail sc cninfa net)

Progress of M olecular D evelopment Research in Rice
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Abstract: Rice (Oryza sativaL. ), which has a snall genome in cereal plants, has several advantages as amodel species for
studying molecular biology and developmental biology. A Ithough molecular studies on rice development have just begun, a
grow ing number of investigation materials of molecular development in rice are now being increased In the review, first,
molecular developmental mechanian s of flow er and floral organs are summarized Then, molecular mechanisn s of enbryogene-
sisare discussed At last, recent progress tow ard molecular process of formation and development of vegetative organ are de-

scribed
Key words Oryza sativa; development; flower; enbryogenesis, stem organ; gene
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